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statistical, 311 
Immunology, 616 
Inbreeding, 256, 447, 665, and see mat- 
ing, parentage 
function, 678 
Incomplete experiments, see missing 
data 
Incubation time, 584 
Index of dispersion, 602 
Indifference, 255 
Industrial research, 166, and see physi- 
cal science 
Infection, 766, and see model 
Inference, 243, 255, 639, and see Bayes, 
indifference, test 
Information, see analysis of variance, 
combination of data, design of ex- 
periments, estimation, order 
concomitant, 826, 1023 
interblock, 652 
intrablock, 652 
loss of, 949 
matrix, 718 
system, 250, 254 
transmission, 1030 
Inheritance, see genetics 
Interaction, 115, 183, 325, 651, 1021, and 
see analysis of variance, model 
as error term, 486 
component, 166 
Confounded, 950 
Interpolation 
function, 324 
inverse, 121 
Invariance, 184, 257, 801 
Inversion, 363 
Isobole, 184 
Iteration, 382, 618, 713, 761, 803, 827, 
and see computation, least squares, 
maximum likelihood 
selection of initial values, 819, 828 
Jacobian, 718 
Judging, 213, and see sensory test 
Kinesis, 544 
Krawtchouk polynomial, 227 
Kurtosis, 167, 724 


Lagrange multipliers, 322 
Latent 
root, 3, 197, 382, and see matrix 
complex, 6 
negative, 7 
reliability of, 7 
vector, 197 
Law, see hypothesis, model 
exponential, 767 
LD 50, see median lethal dose 
Least significant difference, 987 
Leukemia, see cancer, hematology 
Life 
expectation of, 826 
table, 1025 
test, see test 
Likelihood, see maximum likelihood 
estimation 
contour, 829 
Limnology, see fish 
Linkage, 665, and see interference 
Loci, number of, see genetics 
homozygous, 680 
Logistic curve, 5, and see growth, logit 
transformation population 
Mann-Whitney U statistic, see U statis- 
tic 
Matching, see balance, paired compari- 
sons 
advantageous, 635 
efficiency of, 623 
multiple criteria, 623 
Mathematical biology, see biometry 
Mating, 674, and see inbreeding 
brother-sister, 679 
double-first-cousin, 677 
parent-offspring, 675 
random, 439, 751 


repeat, 63 
restricted, 447 
sib, 448 
types, 1013 
Matrix, 187, and see characteristic 


roots, covariance matrix, informa- 
tion matrix, latent roots, matroid, 
multivariate analysis 
design, 325 
dispersion, 718 
infinite, 765 
inverse, 469, 1011 
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inversion by multiplication, 376 
Markov, 382 
norm, 379 
transition, 3, 386, 666, 910, and see 
generation 
Matroid, 528 
Mean, 566, and see median, mode, mo- 
ment 
adjusted, 204, 706, and see least 
squares 
deviation, 764 
harmonic, 854, 885 
weighted, 1025 
Median, 724 
Medicine, see blood, chemotherapy, 
clinical, diagnosis, encephalogra- 
phy, genetics, health, hematology, 
hospital, immunology, infection, 
microbiology, morbidity, mortal- 
ity, pharmacology, physiology, 
psychology, toxicology, vaccine, 
virology 
experimental, 467, 623, and see clini- 
cal 
records, 253 
statistical training for, 252, 511, 527 
Microbiology, 134, 551, 583, 876, 1029, 
and sce dilution series, virology 
Migration, 261, 529, 921, 936, 1028 
Mode, 724 
Model, see biometry, causation, com- 
ponents of variance, hypothesis, 
law, missing data, parsimony, path, 
regression, reparameterization, 
transformation 
analysis of variance, 652, and see test 
of model 
mixed, 55 
Bayes, 25 
behavior, 544 
bioassay, 181, 822 
bioelectric, 773 
biological, 840 
birth-and-death, 562 
classification of, 181 
competition, 975 
continuous, 545 
deterministic, 482, 887 
ecological, 530 
exponential, 858 
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factor analysis, 198 
fixed, 116 
genetic, 437, 700 
health status, 1016 
heteroscedasticity, 56 
infection, 616 
interaction, 56 
least squares, 957 
linear, 957 
mathematical, 159, 468, 551, 772 
matrix, 4 
mixed, 308, 1023 
multi-hit, 1029 
mutation, 253, 875 
probability, 764 
regression, 962 
selection of, 837 
statistical, 66, 493, 601, 827 
stochastic, 135, 168, 483, 562, 583 
structural, 772 
Moment, 565, 880, 941, 1031, and see 
cumulant 
estimate, 725 
factorial, 765 
generating function, 576 
method of, see estimation 
Monte Carlo, 19, 167, 257, 769, and see 
sampling studies 
Morbidity, 772 
Morphology, see physiognomy 
Mortality, 99, 529, 645, 840, 921, 1027, 
and see life table, survival 
Mosaic, see pattern 
Multivariate analysis, 256, 771, 1022, 
and see analysis of variance, can- 
onical correlation, cluster analysis, 
discriminant function, factur anal- 
ysis, generalized distance, genetic 
selection, Hotelling’s 7, matrix 
principal component 
computation, 1023 
missing data, 254 
Mutation, 253, 387, 751, 875 


delayed, 876 
Nervous system, 763, 1028, and see 
psychology 
Nomography, 244, 289, and see graphics, 
table 


Noncentrality, 119, 474, 753 
Nuisance parameter, 755 


Nutrition, 261, 739 
Obituary, 253 
Odds, see probability 
Odor test, see sensory test 
Operating characteristic, 152 
Order statistics, 1031, and see median 
Organolepsis, see sensory test 
Orthogonal polynomials, 
weights, 226 
Orthogonality, 99, 959, and see com- 
parison 
non-, 309, 950 
Outlier, see rejection of data 
Pairing, see balance, paired comparisons 
Palatability, see sensory test 
Parentage, coefficient of, 673, and see 
inbreeding 
Parsimony, 789 
Partial totals, method of, see estima- 
tion 
Partition, 987 
function, 989 
Path analysis, 293 
Pathology, 159, 257 
Pattern, random, 908 
Percentage, see proportion 
Perception, see sensory test 
Periodicity, see cycle 
Permutation, 1012 
transitive, 1013 
Pharmacology, 181, 793, and see bioas- 
say, endocrinology, isobole, screen- 
ing test, synergism, toxicology 
Physical science, see aerosol, industrial 
research, radioactivity, servo 
Physiognomy, 491 
Physiology, 763, and see blood pres- 
sure, endocrinology, growth, medi- 
cine, nervous system 
plant, 774, 775 
Pooling, 752, 1011 
Population 
change, 1, 261, 514, 767 
estimate, 921 
finite, 308 
management, see ecology 
model, 2 
structure, 4, 317 
Poultry 
breeding, 63, 291, 443, 1002 


unequal 


Xxiv 


egg production, 291 
Prediction, 1027 
accuracy of, 770 
Preference, see sensory test 
Principal component analysis, 775 
Probability, see distribution, run, state, 
stochastic 
conditional, 547 
density, 565 
flux, 388 
generating function, 37, 135, 453, 586, 
878 
transition, 483, 544 
matrix, 910 
Process 
birth-and-death, 488, 562, 587, 766 
branching, 877, 1028 
growth, 588 
Markov, 544, 761, 877, 908, and see 
stochastic 
stochastic, 8, 134, 762, and see epi- 
demiology, selection, stochastic ap- 
proximation 
point, 1028 
Programming, see automatic computa- 
tion 
Proportion, see binominal, probability 
association of, 1016 
Protozoa, see microbiology 
Psychiatry, see mental health 
Psychology, see encephalography, men- 
tal health, nervous system, sensory 
test 
Quartile, 830 
Queue, see stochastic process 
Radioactivity, 771, 7738, and see ra- 
diology, tracer 
Radiology, 492, 813, 1029, and see en- 
cephalography 
Randomization, 309, and see bias, se- 
lection, randomization test 
Randomness, spatial, 908 
Range, see test 
Rank, see matrix, transformation 
test, see test 
Rate, see proportion 
Ratio, see proportion 
Recombination, 667 
Recruitment, see migration 
Regression, see adjusted mean, cor- 
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relation, covariance, orthogonal 
polynomials, path, prediction, 
trend 
analysis, 538, 606, and see analysis of 
covariance 
asymptotic, 506, 762 
coefficient, 604 
curvilinear, 630 
dependent variable 
censored, 300 
truncated, 715 
general, 957 
through origin, 6, 610 
weighted, 226, 725 
Relation, see contrast 
Reparameterization, 655, 708, 794 
Repeatability, 683, and see genetic cor- 
relation, heritability 
Replication, 1, 980 
fractional, 763, and see alias 
Reproduction, see fertility 
Residual, independent, 768 
Response, see bioassay, model 
curve 
dose, 152, 766, 786, 839 
multi-hit, 583, 1029 
single-hit, 583, 766 
time, 562, 566, 583, 814 
quantal, 181, 626, 811 
semi-, 824 
Reviews, 240, 508, 759, 1016 
Risk, see proportion 
Rotation, 204 
Sampling, 508, and see components of 
variance, design of experiments, 
matching, transect, truncation 
aerosol, 555 
area, 911 
bulk materials, 240 
censored, 251, 1024 
ecological, 911, 936 
experiment, see sampling studies 
multivariate distribution, 1029 
random, 635 
raw materials, 240 
selective, 555, 624 
studies of statistical problems, 623, 
767, 768, 773, and see Monte Carlo 


Scale, 252 
Screening test, see test 
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Segregation, genetic, 30 
Selection, see balance, design of ex- 
periments, randomization, rejec- 
tion of data, sampling, screening 
test, sensory test 
bias, 936 
genetic, 750, 767 
differential, 684 
efficiency of, 682 
variance of, 686 
family, 436 
index, 684 
indirect, 291 
response, 684 
correlated, 684 
indirect, 682 
mass, 682 
sampling studies, 767 
simulation, 767, 768 
index, see genetic selection index 
natural, 750, and see competition 
Sensitivity data, see quantal response 
Sequential experiment, 169, 256, 763, 
and see bioassay, decision, life test, 
quantal response, sampling 
Serology, see blood groups, hematology, 
immunology 
Servo, 763 
Simulation, 257, 454, 628, 767, 768, 1026, 
and see sampling studies 
Skewness, 168, 566, 724 
Smoothing, see curve fitting 
Sociology, 528, and see behavior, de- 
mography 
Standard deviation, see variance 
Standard error, see variance 
State, steady, 762 
Statistics curricula and syllabi, 252, 527, 
1037 
Statistics texts and periodicals, 241, 246, 
508, 511, and see bibliography, re- 
views 
Structure 
simple, 207 
variability, see variance 
Subclass numbers, method of expected, 
116 
Subclasses, disproportionate, 308, and 
see analysis of variance, fitting 
constants, missing data 


approximate analysis, 376 
interaction present, 115 
Subjective evaluation, 812, 915, 1009, 
and see sensory test 
Sufficient statistic, 236, 837, 943, and see 
efficiency, estimation, maximum 
likelihood 
Survey, 256, and see health, sampling 
Survival, 826, and see dose-response 
curve, mortality, time-response 
curve 
time, 300 
Switchback, see crossover design 
Synergism, 184 
Systematic statistics, see order statistics 
Tables, miscellaneous, 25, 93, 220, 333, 
568, 571, 629, 647, 688, 690, 692, 
702, 704, 709, 713, 737, 756, 870, 
930, 942, 953, 991, and see graphics, 
nomography 
graphical, 743, 873 
Tag, 529, and see ecology, radioactivity 
Target theory, see dose response curve, 
radiology 
Taste test, see sensory test 
Taxis, 543 
Taxonomy, 362, 768 
Teaching of statistics, 192, and see 
statistics curricula 
Test, see analysis of variance, chi 
square, comparison, confidence 
limit, goodness of fit, hypothesis, 
least significant difference, order, 
rejection of data 
combination of, 943 
consistency, 807 
consumer, see sampling, sensory test 
interpretation of, 640 
nonparametric, 937, and see U statis- 
tic 
of homogeneity, 19, 805 
of independence, 768 
of randomness, 102, 911 
of significance, 498 
inappropriate, 623 
of significance of difference between 
adjusted means, 626, 833 
power, 869 
preliminary to estimation, 752 
Q, 1008 


XXvi 


range 
Duncan’s, 459 
Scheffé’s, 338 
rank 
Galton, 108 
sum, 937, 1022 
screening, 150, 865, and see bioassay 
multistage, 157, 869 
optimality of 157 
sensory, 986 
sequential, 1023 
simple structure, 211 
t, 626, and see confidence limits 
Hotelling’s, 1011 
inappropriate, 626 
two-tailed, 771 
variance-ratio, 167, 607, and see anal- 
ysis of variance 
Wilcoxon, 231, 251 
Theory, see biometry, hypothesis, law, 
model 
Therapeutic index, 150 
Tie, 940 
Time series, 6, 768, 773, 1021 
Tolerance, 812 
distribution of, 182, 799 


Toxicology, 150, and see _ bioassay, 
pharmacology 

Tracer, 559, 761, 775, and see radioac- 
tivity 

Transect, 908 


Transformation, 235, 770, and see ad- 
ditivity, analysis of variance, bio- 
assay, canonical analysis, discrim- 
inant, logistic, matrix, model, re- 
currence equation 

angular, 90, 153, 896, 1001 

equivalent deviate, 812 

gradient of, 723 

homoscedastic, 540 

linear, impossible, 149 

logarithmic, 90, 235, 540 

logit, 90 

-normal, 722 
normal, 722 
deviate, 943 
equivalent deviation, 815 

orthogonal, 369 

probit, 90, 153, 812 

square root, 90, 896 


BIOMETRICS, DECEMBER, 1965 


to stabilize variance, see homoscedas- 
tic 
Transitivity, 795 
Tree 
crop, see forestry, horticulture 
diagram, 363 
Trend, 1023, and see regression 
estimation of, 63 
individual, 651 
elimination of, 651 
Tribolium, 99 
Truncation, 219, 882 
Tumor, see cancer 
U statistic, 769, 803, 939 
Vaccine, 616 
Validity, 788 
Variable, independent, selection of val- 
_ ues of, 140, and see variate 
Variance, see covariance, genetic, in- 
variance, mean deviation, mean 
square error 
analysis of, 58, 218, 472, 497, 958, 1012, 
1031, and see additive sums of 
squares method, additivity, anal- 
ysis of covariance, chi square, com- 
bination of data, components of 
variance, degrees of freedom, dis- 
proportionate subclasses, error, 
fitting constants, interaction, in- 
terblock error, least significant dif- 
ference, least squares, missing 
data, model, multiple comparisons, 
multivariate analysis, orthogonal 
polynomials, path, pooling, regres- 
sion, test, transformation 
of time series, 768 
asymptotic, 144 
components, 8, 459, 498, 981 
binomial, 1001 
competition, 1025 
conditional, 312 
estimation of, 82, 249, 255, 315, 
1024, and see admissibility 
binomial, 1002 
consistency, 395 
genetic, 395, 437 
genetic 
additive, 684 
components, see components of 
variance 
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dominance, 439 
heterogeneity of, 734 
matrix, see covariance matrix 
of estimate, 974 
of mean square, 397 
of regression coefficient, 974 
of variance component, 397 © 
phenotypic, 684 
sampling, 55 

Variate 
design, 309, 964 
dummy, see dummy 
indicator, 309 


Variation, coefficient of, 122, 733, 741 

Virology, 134, 249, 253, 258, 575, 590, 
875, and see dilution series, infec- 
tion 

Vital statistics, see demography 

Weight, 86, 116, 143, 195, 224, 226, 470, 
590, 604, 619, 653, 725, 766, 770 

Weighted squares of means, modified 
method of, 116 

Wool, 736 

X-rays, see radiology 

Yates’ correction, see continuity cor- 
rection 


